Table 1. Files requirement for each modular stage of the analysis pipeline.
	Analysis module
	Other input parameters (through configuration file)
	Reference genome assembly
	Annotation file
	Chromosome length file

	Filter NGS data
	Yes
	No
	No
	No

	Host mapping
	Yes
	Yes
	No
	No

	Conserved sRNA
	Yes
	Yes
	No
	No

	Pathogen mapping
	Yes
	Yes
	No
	No

	Novel sRNA prediction
	Yes
	Yes
	Yes
	Yes

	Expression profile
	Yes
	No
	No
	No




